Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.001 Å; R factor = 0.041; wR factor = 0.112; data-to-parameter ratio = 20.8.
In the crystal of the title hydrated molecular salt, 2C 3 H 12 N 2 2+ Á-C 10 H 2 O 8 4À Á2H 2 O, the packing is stabilized by extensive N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen-bonding interactions involving all three species, forming a supramolecular threedimensional structure. The tetraanion is generated by inversion. 
Related literature

Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
D-HÁ
i) Àx þ 1; Ày þ 1; Àz þ 2; (ii) x; y À 1; z; (iii) Àx þ 1 2 ; y À 1 2 ; Àz þ 3 2 ; (iv) x þ 1 2 ; Ày þ 3 2 ; z À 1 2 ; (v) x À 1; y; z.
Comment
Several proton transfer systems using benzene-1,2,4,5-tetracarboxylic acid (H 4 BTC), with nitrogen donor molecules, such as 1,10-phenanthroline, 1,7-phenanthroline, phenazine, 4-(N,N-dimethylamino)pyridine, 1,2-bis(4-pyridyl) ethene and 1,2-bis(4-pyridyl)ethane, have been synthesized and characterized by X-ray diffraction methods (Aghabozorg et al. 2008 , Arora & Pedireddi, 2003 . 2H 2 O, the asymmetric unit contains two diprotonated propane-1,2-diamine cations, one tetraanionic deprotonated anion form of benzene-1,2,4,5-tetracarboxylic acid and two water molecules (Fig. 1) . The dication forms from the transfer of a single proton from each of the carboxyl groups to a propane-1,2-diamine molecule. The negative charges of one of the tetraanionic 1,2,4,5-benzenetetracarboxylate groups, is thereby neutralized by a doubly protonated propane-1,2-diammonium fragment. Crystal packing is stabilized by extensive N-H···O and O-H···O hydrogen bonding interactions involving all three species forming a supramolecular 3-D structure (Fig. 2 ).
Experimental
Propane-1,2-diamine (12.6 mmol) was added to a solution of benzene-1,2,4,5-tetracarboxylic acid (1.65 g, 6.3 mmol) in ethanol (30 ml) at room temperature. The milky precipitated product was recrystallized from water. After one week, colorless plate crystals of (I) were isolated (yield 87.1%, decomposition < 420 K)
Refinement
All of the H atoms were placed in their calculated positions and then refined using the riding model with Atom-H lengths of 0.93, 0.98Å (CH), 0.97Å (CH 2 ) 0.96Å (CH 3 ) or 0.89Å (NH). Isotropic displacement parameters for these atoms were set to 1.5 times (NH), 1.2 (CH, CH 2 , CH 3 ) times U eq of the parent atom. Water H atoms atoms were located in a difference
Fourier map and refined isotropically without restraint.
Figures Fig. 1 . The molecular structure of the title molecule, with the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability level.
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